analysis of soluble Vγ4Vδ1 TCR binding to 293T.FLAG-L3.HA-L8 cells (visualized by anti-His) following pre-incubation with indicated concentrations of anti-FLAG, anti-HA or IgG control antibodies (see Figure 1F ). (E,F) Flow-cytometry analysis of TCR downregulation and CD69 upregulation by JRT3 cells transduced with hu17 Vγ4Vδ1 TCR and co-cultured for 3 h with transfected 293T.FLAG-L3.HA-L8 cells in the presence of the indicated concentrations of anti-FLAG (red) or anti-HA (blue) antibody; results were normalized to those obtained by coculture with transfected 293T.EV cells in the presence of the same antibody concentrations. 
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V-shaped dimer interface contacts based on BTN3A1 ectodomain crystal lattice (PDB entry 4F80)
Unconserved 0 1 2 3 4 5 6 7 8 9 10 Conserved BTN3A1
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